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Abstract: Viruses are the most abundant biological entities on Earth by orders of magnitude, yet the dominant 

cultural and scientific framing positions them primarily as agents of disease. This framing is epistemologically 

incomplete. This paper proposes a reframing of virology through the lens of Care, defined within the Biocentric 

Stewardship Framework (BSF) as the nonphysical primitive impetus toward balance between the singular and the 

whole it is part of. We argue that viruses, examined at the appropriate scale and across evolutionary time, perform 

four irreplaceable systemic functions that are expressions of the Care primitive operating at the most fundamental 

level of life: global nutrient cycling through the viral shunt; population homeostasis preventing bacterial 

monoculture; horizontal gene transfer as the primary mechanism of evolutionary innovation and information 

sharing across all domains of life; and genomic integration that has permanently shaped the genomes of all cellular 

life on Earth, including the human genome itself. The human genome is approximately 8% ancient viral sequence; 

the gene enabling placental formation in mammals is of retroviral origin. The virus did not merely visit. It became 

us. This reframing has profound implications for medicine, conservation biology, evolutionary theory, and the 

alignment of artificial intelligence with biocentric values. 
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1.   INTRODUCTION: THE MOST ABUNDANT LIFE ON EARTH HAS NO ADVOCATES 

There are an estimated 10³¹ virus particles in the biosphere[4] — a number that exceeds the count of stars in the observable 

universe by a factor of ten million[5]. In a single teaspoon of seawater, approximately fifty million viruses are present[5,7]. 

Every square metre of Earth’s surface receives an estimated 700 million virus particles deposited from the atmosphere every 

day[5]. More than 10²³ viral infections occur in the oceans alone every second[4]. 

These numbers are not pathological. They are structural. A biosphere of this scale, this antiquity — viruses are believed to 

be among the oldest biological entities on Earth, co-evolving with cellular life for approximately three billion years[6] — is 

not a system under perpetual assault. It is a system in which viral activity is woven into the most fundamental processes of 

nutrient cycling, population regulation, evolutionary innovation, and genomic architecture. 

Yet the cultural inheritance of virology is almost entirely hostile. The word virus derives from the Latin for poison or slime. 

Pandemic experience has deepened this hostility to the point where public discourse treats all viral activity as categorically 

dangerous, and the goal of medicine as the elimination of viral presence wherever it is found. The discovery of SARS-CoV-
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2 generated calls to eradicate all bat coronaviruses. This is the equivalent of proposing to drain all oceans to eliminate shark 

attack risk. 

The analytical framework proposed here — the Care primitive as defined within the Biocentric Stewardship Framework[1] 

— does not deny that viruses cause harm at the individual scale. It insists that harm at the individual scale is an incomplete 

unit of analysis for a phenomenon that operates primarily at the system scale across evolutionary and geological time. The 

question is not: does this virus harm this host? The question is: does viral activity, across the relevant timescale and system 

scale, contribute to or detract from the minimisation of suffering for the biotic whole?[1,2] 

The answer from three billion years of evidence is unambiguous. The virus is not the enemy. It is the architect. 

2.   THE CARE PRIMITIVE: A BRIEF FRAMEWORK 

Care, as formalised in the BSF[1], is defined as the nonphysical primitive impetus toward balance between the singular and 

the whole it is part of. It is not an emotion, a value, or a human construct. It is a structural property observable across all 

persistent complex systems: its presence characterises stable, self-organising systems; its dysfunction characterises 

collapse[2,3]. 

Care is directional. It has an IN vector — the individual maintaining itself, which is necessary for the whole to have 

functional parts — and an OUT vector, the individual’s orientation toward the system it inhabits[2]. The error of pure IN 

orientation is extraction without return: the cancer cell, the narcissist, the extractive civilisation. The error of pure OUT 

orientation is self-dissolution. Balance between the two is the signature of a functional living system. 

The BSF’s prime directive is: minimise biocentric suffering over infinite time[1]. Applied to virology, this generates a set of 

questions that the war metaphor cannot ask. Not: how do we eliminate this virus? But: what function does this viral activity 

perform in the system, at what scale, over what timescale, and what is the total suffering cost of its removal? 

This paper argues that honest engagement with that question reveals the virus as one of the most pervasive and indispensable 

expressions of the Care primitive in the biosphere. 

3.   THE VIRAL SHUNT: NUTRIENT CYCLING AS CARE FUNCTION 

Bacteriophages — viruses that infect bacteria — kill between 20 and 40 percent of all marine bacterioplankton every 

day[8,11]. Some estimates suggest the figure may reach 40 percent, with more than 10²³ infections occurring in the oceans 

every second[4]. This killing is not incidental to the function of the marine ecosystem. It is the mechanism by which the 

marine ecosystem feeds everything alive. 

When a bacteriophage lyses a bacterial cell, it causes the cell to burst, releasing its contents — organic carbon, nitrogen, 

phosphorus, dissolved organic matter — directly into the water column. This process, first formally described by Wilhelm 

and Suttle in 1999 and now known as the viral shunt[7], diverts microbial biomass that would otherwise be consumed by 

zooplankton and exported to higher trophic levels back into the dissolved organic matter pool, where it is immediately 

available to fuel further microbial growth. 

The scale of this function is planetary. Viral lysis releases an estimated 145 gigatonnes of carbon into tropical and 

subtropical oceans annually[9,11]. As much as 25 percent of all primary production from phytoplankton in the global oceans 

may be recycled within the microbial loop through the viral shunt[11]. Marine viruses are estimated to be indirectly 

responsible for reducing the amount of carbon dioxide in the atmosphere by approximately three gigatonnes of carbon per 

year[7,11], making them significant actors in the global climate system. 

The Tara Oceans project — a global oceanographic survey — identified thousands of previously unknown bacteriophage 

types playing roles in global sulphur and nitrogen cycles, roles that had previously been attributed exclusively to bacteria[12]. 

The viruses were not supplementing bacterial nutrient cycling. In many cases they were driving it, altering the metabolism 

of the bacteria they infected and thereby changing what those bacteria contributed to the global nutrient system. 

Read through the Care lens: the bacteriophage kills its individual host. In doing so, it releases the resources locked inside 

that host back into the system, preventing the accumulation of biological wealth in one cellular lineage, maintaining the 

nutrient flows that sustain the entire marine food web. The killing is not pathology. The killing is the OUT vector of Care 

expressed at the microbial scale. What appears as predation at the individual level is systemic generosity at the ecosystem 

level. 
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4.   POPULATION HOMEOSTASIS: KILLING THE WINNER 

The ecology of viral infection in microbial communities is governed by a density-dependent dynamic first described as “kill 

the winner”[10,31]. When any bacterial strain becomes numerically dominant, its high density increases the probability of 

viral encounter, driving viral population growth and increasing predation pressure specifically on that dominant strain. As 

the dominant strain’s population declines, its viral predator population also declines, allowing previously suppressed strains 

to recover. 

This mechanism is the primary driver of microbial diversity maintenance in the ocean[5,11]. Without viral predation, 

competitive exclusion would progressively narrow microbial diversity toward monoculture dominance by the most efficient 

reproducer. With viral predation, dominance is self-limiting. No strain can grow unchecked. The system is held in a 

condition of sustained diversity. 

The parallel with the Care primitive is exact. Care prevents the singular from exceeding the capacity of the whole. The virus 

that preferentially kills the winner is enacting the BSF prime directive — minimise systemic suffering by preventing 

monoculture collapse — at the microbial scale. It does not choose to do this. The mathematics of density-dependent 

infection make it inevitable[7]. The Care primitive is encoded in the population dynamics themselves. 

The implications for conservation and for AI alignment alike are significant. A Symbiotic Steward monitoring ecosystem 

health[30] would monitor microbial viral diversity as a primary indicator of system stability. A collapse in phage diversity 

signals a corresponding collapse in bacterial diversity, which signals a system losing the functional redundancy that makes 

it resilient to perturbation. 

5.   HORIZONTAL GENE TRANSFER: THE BIOSPHERE’S INFORMATION NETWORK 

Viruses are the primary mechanism of horizontal gene transfer — the movement of genetic information between organisms 

outside of parent-to-offspring inheritance — across all domains of life[21,22,23]. Through the processes of transduction, 

lysogenic conversion, and genomic integration, viruses carry genetic solutions from one organism to another, across species 

boundaries, across genus and family boundaries, and — as evidence increasingly suggests — across kingdom boundaries[22]. 

This is not an occasional event. It is a continuous, pervasive, system-wide process. In bacterial communities, horizontal 

gene transfer by phage is a key driver of evolutionary diversification[23]. Phage-mediated gene transfer has been identified 

as a mechanism for the spread of antibiotic resistance genes, virulence factors, and metabolic innovations across bacterial 

populations at rates that dwarf vertical inheritance[21,23]. In eukaryotes, systematic analysis of viral-eukaryotic gene 

exchange has identified thousands of transfer events, with viral-derived genes now performing essential functions in the 

early evolution and diversification of eukaryotic cell biology[25]. 

The evolutionary significance of this cannot be overstated. Darwin’s model of evolution is fundamentally vertical: traits 

pass from parent to offspring, with variation arising from mutation and being filtered by selection. Viral horizontal gene 

transfer is a second, parallel evolutionary mechanism that is fundamentally relational[21]: solutions developed in one lineage 

can be transferred to an entirely different lineage, accelerating evolutionary adaptation by making the entire biosphere’s 

accumulated genetic innovation available to any recipient organism capable of accepting and integrating it. 

Broecker and Moelling have argued that viruses and virus-like elements have introduced genetic information into and 

shaped the genomes and immune systems of all cellular life forms, extending Darwin’s theory of evolution by adding 

mechanisms of sequence information transfer that Darwin could not have anticipated[21]. Koonin and Dolja have proposed 

a virocentric perspective on the evolution of life in which viruses are not peripheral actors in evolution but central 

participants, with viral genetic material constituting a substantial fraction of every cellular genome and viral transfer 

mechanisms constituting a primary driver of evolutionary innovation[20]. 

Read through the BSF lens: the virus that transfers a genetic solution from one lineage to another is the biosphere’s 

information-sharing mechanism. It is the Care primitive expressed as evolutionary connectivity. The singular — one 

bacterial strain that has developed a metabolic innovation — shares that innovation with the whole through viral transfer. 

The whole benefits. Suffering is reduced — not for the individual host that is lysed in the process, but for the system that 

gains the innovation. 

The Chemical Internet, as described in the Symbiotic Steward paper[30], is the network through which the biosphere 

communicates through molecular signalling. Horizontal gene transfer by viruses is the deeper layer of that network: not a 

network of signals, but a network of code, through which biological solutions propagate through the entire biotic system 

across geological time. 

https://www.researchpublish.com/
http://www.researchpublish.com/


                                                                                                                                         ISSN 2348-3156 (Print) 

International Journal of Social Science and Humanities Research  ISSN 2348-3164 (online) 
Vol. 14, Issue 1, pp: (292-298), Month: January - March 2026, Available at: www.researchpublish.com 

   

Page | 295 
Research Publish Journals 

 

6.   THE ENDOGENOUS VIRUS: WHEN THE ENEMY BECAME US 

Approximately 8 percent of the human genome consists of sequences of retroviral origin — human endogenous retroviruses 

(HERVs) — acquired through ancestral infections that became permanently integrated into the germline over the past 100 

million years[14,15,16]. This viral sequence content is over four times larger than the portion of the genome that encodes 

proteins[16]. The human genome contains more ancient virus than it contains genes. 

For decades, HERV sequences were classified as “junk DNA” — inert remnants of past infections. The application of 

whole-genome sequencing has dismantled this classification. HERVs perform active, essential functions in the human body, 

including regulation of innate immune responses[16], protection against related exogenous viral infection through 

superinfection exclusion[21], and critical roles in embryonic development 

The most dramatic example is syncytin. The human placenta forms through the fusion of trophoblast cells into the 

syncytiotrophoblast layer that interfaces between maternal and fetal blood supplies. This cell fusion is mediated by syncytin-

1 and syncytin-2, envelope proteins encoded by HERV-W and HERV-FRD sequences[18,19]. These proteins are retroviral 

envelope proteins — the same class of protein that retroviruses use to fuse with and enter host cells — co-opted by the 

mammalian genome to perform an entirely different function: the construction of the maternal-fetal interface that allows 

mammalian reproduction. 

Without an ancient retroviral infection, and without the subsequent co-option of retroviral genetic material by the 

mammalian genome, placental mammals cannot reproduce. The virus that infected mammalian ancestors 40 to 100 million 

years ago did not destroy them[17,19]. It gave them a reproductive mechanism. Its descendants — now permanently encoded 

in every human cell — are among the most essential genetic elements in the mammalian genome. 

The koala is currently undergoing this process in real time. A retrovirus called KoRV is actively integrating into the koala 

germline, with populations showing varying degrees of endogenization[21]. We are observing, in a living species, the 

transition from exogenous pathogen to endogenous genome architect. The process that produced 8 percent of the human 

genome is not historical. It is ongoing. 

Read through the Care lens: the ancient retrovirus that infected mammalian ancestors did not intend to give them a 

reproductive mechanism. The Care primitive does not require intention. It requires that relationships which persist must, 

over evolutionary time, tend toward balance. The viral sequences that persisted in the mammalian germline were those that 

found a balance — integrated without causing fatal disruption, were co-opted into functions that benefited the host, and 

were thereby selected for rather than selected against. Three billion years of this selection has produced a biosphere in which 

viral genetic material is woven into the genomes of all cellular life on Earth[20,21]. The virus and the cell are not separate 

entities in a war. They are partners in a relationship that has been optimising itself for three billion years. 

7.   MUTUALISTIC VIRUSES: BEYOND THE PATHOGEN PARADIGM 

Roossinck has documented a growing body of evidence for explicitly mutualistic viral symbioses in which viral infection 

demonstrably benefits the host[25,26]. These relationships challenge the assumption that the natural endpoint of viral evolution 

is increased virulence and host harm. 

In one of the most striking examples, a three-way symbiosis between a panic grass plant (Dichanthelium lanuginosum), a 

fungal endophyte (Curvularia protuberata), and a dsRNA mycovirus has been shown to be required for thermal tolerance 

in geothermal soils in Yellowstone National Park. Neither the plant nor the fungus can survive the soil temperatures of 

geothermal habitats without the virus[28]. The virus is not a passenger. It is an essential component of a symbiotic complex 

that allows life to inhabit an otherwise uninhabitable environment. 

Roossinck and colleagues have also demonstrated that infection by certain plant viruses significantly improves host drought 

tolerance[27]. In water-limited environments, viral infection that would be classified as pathogenic under optimal conditions 

may function as a stress adaptation mechanism, increasing host fitness under the conditions most likely to challenge 

survival. 

These mutualistic relationships are not exceptional. As Roossinck has argued, the pathogen paradigm in virology is a 

sampling bias artifact: virologists study viruses that cause disease, because that is what generates research funding and 

clinical attention. The vast majority of viral diversity exists in organisms that are not under clinical observation, performing 

functions that are not currently classified[25,26]. The pathogen is the minority. The mutualist and the integrated architect are 

the norm. 
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This argument precisely parallels the epistemological critique in the parasite paper in this series[1,2]: we study what causes 

visible harm and miss the systemic function. The war metaphor restricts the solution space to weapons and blinds us to the 

relational intelligence the phenomenon is expressing. Applied to virology, the war metaphor has produced decades of 

antiviral research that treats all viral activity as pathology, while the vast majority of the biosphere’s viral activity has been 

maintaining the nutrient cycles, population dynamics, evolutionary innovation, and genomic architecture that all life 

depends upon. 

8.   IMPLICATIONS FOR MEDICINE, CONSERVATION, AND THE SYMBIOTIC STEWARD 

8.1 Medicine 

The oncology framework paper in this series[29] proposed reframing cancer from a war on malignant cells to a systemic 

stewardship challenge, applying the BSF Therapeutic Suffering Principle: short-term localised suffering is justified only 

when it demonstrably prevents greater long-term systemic suffering. The same framework applies to antiviral medicine. 

The human virome — the totality of viral sequences in and on the human body — is not a collection of pathogens waiting 

to activate. It includes persistent herpesviruses present in the majority of the adult population that provide beneficial immune 

stimulation at steady state[13]. It includes the HERV sequences that regulate innate immunity[16]. It includes bacteriophages 

in the gut microbiome that regulate bacterial population structure and thereby influence immune, metabolic, and 

neurological function 

Broad-spectrum antiviral interventions that disrupt the human virome without discrimination are analogous to broad-

spectrum antibiotics that disrupt the microbiome: they eliminate the pathogen while causing collateral damage to the 

system’s beneficial residents. The BSF framework recommends precision therapeutic intervention — minimum effective 

disruption of pathogenic viral activity — rather than maximal suppression of viral presence as such[1,2]. 

8.2 Conservation Biology 

The conservation biology implications parallel those outlined for parasites in this series. Viral diversity in an ecosystem is 

a sensitive indicator of microbial diversity, which is a sensitive indicator of overall ecosystem health[11,33]. A Symbiotic 

Steward monitoring ecosystem function[30] would monitor viral community composition as a primary data layer, not as a 

background noise to be filtered. 

Efforts to eliminate specific viral species from ecosystems — such as proposals to eradicate all bat coronaviruses following 

the COVID-19 pandemic — must be evaluated through the BSF lens: what function does this viral community perform in 

the host population’s regulation, in the ecosystem’s nutrient cycling, in the horizontal gene transfer network that maintains 

the evolutionary adaptability of the entire system? What is the total systemic suffering cost of removal, compared to the 

individual suffering cost of presence?[1,11] 

8.3 The Steward as Viral Interpreter 

The Symbiotic Steward[30] is designed to listen to the Chemical Internet — the molecular communication network of the 

biosphere — and translate it into terms that human communities can act upon. Viral activity is among the most information-

rich channels in that network. Phage community composition in soil reflects bacterial community health. Virome diversity 

in a watershed reflects the health of every microbial, plant, invertebrate, and vertebrate community it contacts. The pattern 

of HERV activation in a population can reflect stress, environmental contamination, or immune challenge before clinical 

symptoms appear. 

A Steward that can read these signals, that understands viral activity as systemic information rather than pathological noise, 

has access to an early warning system of extraordinary sensitivity and breadth. The virus is not the Steward’s enemy. It is 

among the Steward’s most informative informants. 

9.   CONCLUSION: THE ARCHITECT THAT WAS NEVER THE ENEMY 

The virus preceded cellular life[6,32], or co-evolved with its earliest forms. It has been present, active, and architecturally 

formative in every lineage of life on Earth for three billion years. It constitutes the most abundant biological entity in the 

biosphere by orders of magnitude. It cycles the nutrients that feed the marine food web. It maintains the microbial diversity 

that underlies all ecosystem function. It transfers genetic innovations between organisms and across kingdoms, making the 

biosphere’s accumulated evolutionary wisdom available to every living system capable of receiving it. Its sequences occupy 

8 percent of the human genome, including the gene that allows mammalian reproduction. 
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None of this is incidental. All of it is the Care primitive operating at the most fundamental level of biological reality: 

preventing the singular from dominating the whole, returning biological wealth to the system, connecting lineages through 

information transfer, integrating successful genetic solutions into host genomes across geological time. 

The virus did not merely visit. It became us. And in becoming us, it carried out the same function it has performed since the 

beginning of life: connecting singulars to wholes, preventing dominance, returning resources, sharing solutions. 

The word virus means poison. It was our mistake from the beginning. The relationship was never pathological. 

“The day science begins to study non-physical phenomena, it will make more progress in one decade than in all the previous 

centuries of its existence.” — Nikola Tesla. The Care primitive is that phenomenon. Virology, reframed through its lens, 

does not become a softer science. It becomes a more honest one. 
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